Cancer is the second cause of death after hearth diseases and it is mainly triggered by the abnormalities in cell growth, cell cycle and cell survival mechanisms. In cells, these mechanisms are controlled by signaling pathways. Mutations and over expression of receptor tyrosine kinase (RTK) - PI3K – AKT – mTOR signaling pathway members are the major cause of most human cancers. Through accumulation of structural information about cancer causing proteins, it is possible to design inhibitors by computer based simulations. In my study, I will design mutation specific drugs for RTK- PI3K- AKT-mTOR pathway caused cancers
